The global discovery of novel lyssaviruses is of continued scientific interest through its importance to both public and animal health. Lyssaviruses cause an invariably fatal encephalitis that is more commonly known as rabies. The term rabies has a long history in human society, as rabies virus (RABV) is the only pathogen that is associated with 100% fatality once the onset of clinical disease has started.
Although predominantly associated across the globe with domestic and feral dog populations, the association of bats is clear. Whilst evolutionarily associated with bats, RABV is most commonly transmitted to human populations through the bite of an infected dog and dogs are considered the primary reservoir of disease. Indeed, RABV does cause more than an estimated 70 000 deaths every year globally in human populations and whilst this is largely in areas where the disease is endemic, areas that remain free of rabies must remain vigilant to the risk of re-incursion of disease. Characterisation of novel lyssaviruses is of importance on several levels. Not least to investigate the pathogenesis and potential transmission routes of different lyssavirus species but also to assess the potential effect of post-exposure treatments and vaccination should human exposure occur. Bat lyssaviruses and the problems associated with novel discoveries and the potential impact they have on both human and animal populations are discussed.
The global discovery of lyssaviruses is of continued scientific interest through its importance to both public and animal health.
Lyssaviruses cause an invariably fatal encephalitis referred to as rabies. The term rabies has a long history in human society, as rabies virus (RABV) is the only pathogen that is associated with 100% fatality once the onset of clinical disease has started 1 . Whilst predominantly associated across the globe with domestic and feral dog populations, the association of bats with lyssaviruses is clear.
Historically, rabies has a long association with hematophagous bats across Central and South America and this association, with In Focus lyssaviruses continues to increase across bat populations. As such, an increased knowledge of the mechanisms behind how these viruses persist, and how they cross the species barrier will be critical in ensuring that risk assessments surrounding human and animal health are optimised.
